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MCA (Metabolic Control Analysis)
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Kacser and Burns (1973), Heinrich and Rapoport (1974)
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® Connectivity Theorem
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® Niederberger, P. et al.”A strategy for increasing an in vivo
flux by genetic manipulations”, Biochem. J. 287:473-9, 1992.
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Anthranilate synthetase (TRP3C, C'=0.018)

phosphoribosyltransferase (TRP4, C'=0.174)

phosphoribosylanthranilate isomerase (TRPI, C'=0.013)

indoleglycerol phosphate synthase (TRP3B, C’=0.013)

tryptophan synthase (TRP5A, C’=0.040)
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Link matrix
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C’ = (diag J)"'(™"C’)(diag J)
C> = (diag S)"'(™"™C®)(diag J)
e = (diag J)"H(™™¢)(diag S)
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