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o F—R—KFhBITEHLIAATZGSEEIR-E1T
957055,

Macintosh-20:~ yugism$ |pwd > ‘pwd ELVOETH(AVRUR)EAS

/Users/yugism pwd AT FDEITHEE
Macintosh-20:~ yugiam$l ! — ROAYEDANEFDL

% ‘pwd (FBWEDIAHILETDEBREH DT Ha<TR

[#%—Ei%)u](stdin) :]vylfékjm“éx&—xm:t

ZAEH H(stdout) AV RDETRHEREZRIRIT HDAR—AD &
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« BPFTAVURZITHIAF tabZeH T

% yugism — bash — 65x20

Macintosh-20:~ yugism$ mkdir Transomics

Macintosh-20:~ yugism$ |cd TPGHSLL—) ‘Trans ‘E T HIAH . tabZF i

¥

™ yugism — bash — 65x%20
lacintoch 20+ yugians[cd Transontce/ |—> 23VEIEORYO
R HMAEEHTHTNS

HHLRLEZDED !



EREEIE

« BEAANTIT 12/ I LRIICETLIZaTY
FMRRSND

% yugism — bash — 65x20
Macintosh-20:~ yugism$ mkdir Transomics
Macintosh-20:~ yugisms| | > [ 1 | %—%i#9

-

™ yugism — bash — 65%20
Macintosh-20:~ yugism$ mkdir Transomics
Macintosh-20:~ yugism¥® mkdir Transomics

1 DRIZESTL=
OV RERTR

HHLRLEZDED !




UNIX:X%E1:TODO

o LNEOAMDUNIXaATURZEEHS>THD

¢ HWERBIVERHEZTERIZELSTHS

o SEREEPDFI7AILDBAYIZO->THD
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INF—2 YT &

gL [ — 40 sl ‘Citrate’ &  ‘metabolome.txt
* Word DT R3R 14%REIAH =S B0 JOhroET

Macintosh-2@:Transomics yugism$ grep metabolome. tx
11 Citrate Citrate CO0158 .49 @.35 @.33 Q
.31 @.38 @.41 @.44 @.54 ©.49 @.34 @.36 @.35 @.5 Q
.61 @.67 @.86 B.42 @.29 9.38 @.36 @.47 @.62 3.8 @
.85 @.34 @.32 B.42 @.38 @.34 @.38 @.36 @.43 @.3 @
.37 @.39 @.36 B.47 @.44 @.57 @.76 @.31 Q.27 @.44 0
.41 @.44 @ .46 @.59 @.8 0.4 @.42 @.37 @.34 @.33 @
.34 ©.39 0.49 ©.39 Q.47 9.45 Q.42 ©.52 ©.59 ©.65 0
.88 ©.39 @.36 @.47 @.472 ©.55 @ .65 @.75 9.97 3.5236064
789

Macintosh-2@:Transomics yugism$

o BRELEWXFINZELTEI7AILENLIET
$ grep [BFRLE=WLWXFI] [F714)L4]

e TODO: :REE DAY



UNIX:X®E2: TODO

o grepZrERIZFE->THS

o SEREEPDFI7AMILDBAYIZO->THD
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)FEALO a3l

o :7,#0);@17%*%’&774)1/( =ETAD

Macintosh-20:Transomics
metabolome. txt
mmcZ. x1sx
Macintosh-28:Transomics
Macintosh-20:Transomics
metabolome. txt
metabolome_CoA. txt
o I S
Macintosh- @ Transomics

vugism$ s

mmc4. x1sx posterior.txt
phosphoproteome. txt rpk. txt

yugism$ grep CoA metabolome. txt| = metabolome_CoA. txt

yugism$ 1s
mmcZ. x1sx phospioproteome. txt rpk.txt
mmc4. x1sx posterior. txt

yugism$ grep -i glucose pietabolome. txt| ==|metabolome_CoA. txt

yugism$

(EDaT U RDER%E
BDI77AILIZEZIAD ]

RZ1&HH l,f—774 L

$ grep CoA metabolite.txtDEITHE

[EDATFDERZEDT7AILD
KEIZEMEZTAHAT S

* 'LJJ
T714)UI

‘&i?%@?

=9 (E 9_0)7'_90)’??3%7&
)FAL9 3]




INAT LT

e OATURANEFHRERAZOATURBODAANT—ARIZT S

wec AYUFDAAT—A

5 5 A

Macintosh-20:Transomics yugism$ grep (oA _metabdlome. txt - metabolome_CoA.txt
Macintosh-20:Transomics yugism$ wcC —llmetabolnme_ﬂnﬂ.txtl
18 metabolome_CoA.txt
Macintosh-20:Transomics yugism$ grep CoA metabolome.txt] | wc -1
18
Macintosh-20:Transomics yugism$

[EQaARUFDFER%E
BADARUKEDANT—RIZT S

o HIZ2DDOATUREDLHCHOTIINAT1EEIENS



diff AR TCEZAEDHE

o diff AT URZRALNT. 20N ITF7AILDELBE 5
(EM)TERTITH

Macintosh-20:Transomics yugism$ diFF[metabolome_Coﬂ.txt] DayS_AnswerFiles/metabolome_CoA. txt

Macintosh-20:Transomics yugism$ l
HIESADERITTAIL REMET7TAIL

1l Sy

o diff AT RMAIELERRLGLY = BEELE
M—E




UNIX:X%E3: TODO

o« INATEYZ AL AVFERIRATARDHID
SOIZF->THS

o SRBEEPDFI7AMILDBEYIZOH-THD

o diff AV FZANTEAEHLET S




UNIXER®E4: awk



awk (7—27) &l&

o ATVGETRYIGNERBAT —3ZNET S

Transomics — bash — 94x24
Macintosh-20:Transomics yugism$ cat phosphoproteome_example.txt
ec:1.1.1.37 IPIO0198717 rno: 24551 Mdhl
ec:1.1.1.95 TPI00475835 rno:58835 Phgdh awk AT KRDOAHDT—4
ec:1.14.11.27 IPIGO569603 rno: 304495 KdmZb
ec:1.14.11.27 IPI0B/64/64 rno: 304495 KdmZb T
ec:1.14.11.27 IPIOB/82333 rno 261200 KdmZa
Macintosh-20:Transomics yugism$ awk "{ print $2 }° [phosphnprotenme_exumple.txt
IPIOO198717 \»
IPI00475835
TPI00569603 st =__ —
P00 earen XX T—2D25BERTTD
IPIO0O782333
Macintosh-20:Transomics yugism$ awk "$4 ~ /Kdm/{] print $2 }' phosphoproteome_example. txt
TPI00569603 \
IPI00764764 A5 B(Z KiImELVDY X R ESE
IPIOB/82333

Macintosh-20:Transomics yugism$ awk "($4 == "KdmZb"){ print %2 }' phosphoproteome_example.txt

IPIOO569603 \
IPIOO /64764 - -
Macintosh-20: Transomics yugism$ 45| H HKdm2bEWLVSF I & —EL

e LUBHZTDEKRIIINTTHH

35




UNIX:X%E4: TODO

o awkZHIRTARDHID IO FEoTHSB

o SEREEPDFI7AMILDBAYIZO->THD



UNIXERZED: sort&unig



Mdh1l

Phgdh
Kdmzb
Kdmzb
Kdmza

sort, uniq& (&

Macintosh-20:Transomics yugism$ cut -f4 phosphoproteome_example. txt

Macintosh-20:Transomics yugism$ cut -f4 phosphoproteome_example.txt |

Kdmza
Kdmzb
Kdmzb
Mdh1l

Phgdh

HEIRICHENEY

Macintosh-20:Transomics yugism$ cut -f4 phosphoproteome_example. txt |

Kdmza
Kdm2b

Mdh1
Phgdh

EEMNHIFRSNT-

BELTWD1TZHIBR

Macintosh-20:Transomics yugism$ cut -f4 phosphoproteome_example.txt |

IZ KdmZb

1 Mdhl
1 Phgdh

—->

Kdm2bld2[a] H1H

sort

sort |

sort |

EEDEIFEDI

Macintosh-20:Transomics yugism$

Xunic CEEITZHIFRT BICIE, KlIlsortZFFE THICENARE

uniq

uniq|-c



UNIXzXzE5: TODO

sort, unigxZ IR TA R DBID EOIZ{E>TH

%

— 7714 ILAIL phosphoproteome_example txtD 4t
HYIZ phosphoproteome.txt [Z9 A&

HEEPDFI7MILD&E

BY[ZXOH-TH B
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K[cc KEGG Mapper - Search&Color Pathway KEG G Mappel’d) 1§ L \ 7'3_

About KEGG Mapper

Search Pathway
Search&Color Pathway
Color Pathway

Color Pathway WebGL

Search Brite
Search&Color Brite
Join Brite

Search Module
Search&Color Module

Annotate Sequence
BlastKOALA

Reconstruct Pathway
Reconstruct Brite
Reconstruct Module
Map Taxonomy

KEGG Atlas
KEGG

E#%*Eéig*ﬁo :O)i%é ‘i%‘y F%i"%j—“rno“ o

A

Search against] rno Enter: map, ko, ec, rn, hsadd, or | org
Primary ID: KEGG identifiers {Outside 1Ds for organism-specific pathways only)
Enter objects one per line followed by bgcolor, fgcolor:
" [ec:2.3.3.8 blue Examples:
ec:4.2,1.3 purple Select
ec:1.1.1.41 black
ec:1.2.4.2 red

ec:6.2.1.4 orange
ec:1.3.5.1 yellow
ec:4.2.1.2 green

crtivemen | EmEt ERBNODEBEERE
mOUIEB red ) /

Alternatively, enter the file name containing the data:

TrAIERR 77 ILFEER

If necessary, change default bgcolor: pink

!"'Use uncolored diagrams ﬁ Use uncolored diagrams’&'?:l:‘y7

!"Display objects not found in the search

Search pathways containing all the objects (AND search)

Exec Clear ) Eai'fﬁl: EXGC %7')‘\/7
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KRBTy IEEIRT S

Pathway Search Result

Sort by the pathway list

Show all objects

o| rno01100 Metabolic pathways

- Rattus norvegicus (rat) (22)

e rno00020 Citr*te cycle (TCA cycle) - Rattus norvegicus (rat) (22)

e rno01200 Carb%n metabolism -

e rnmo0l1210 2-0x

Rattus norvegicus (rat) (21)

carboxylic acid metabolism - Rattus norvegicus (rat) (10)

e rno01230 Biosynthesis of amino acids - Rattus norvegicus (rat) (10)

v

Sga—nN\)LRKE<vT. S5

aZ NIV THEIRT B,
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UNIXER%E6:



UNIXSTILDZES
o MATLABRI#k. T—2%— K& $h9 558

% yugism — bash — 80x24

Macintosh-20:~ yugismﬂ i=1Eli > i [Z10%EA
Macintosh-20:~ yugism$ echo|%i
10 . T ERESETABREES § £5
Macintosh-20:~ yugism$ || echo : T i DIEEETRT 3
« OARVEDIERELEHICIEMNTES

Transomics bHach B2 4

Macintosh-20:Transomics yugism$ 5tF4$(Wt -1 metabolome_CoA. txt)
Macintosh-20:Transomics yugism$ echo I

18 metabolome_CoA. txt . S etk ; -
S 5 . I %
MaCLNTOSN-2P: I ransomics yugism$|:| $( ) THAEZATUFDORBRERHELTRD

$ wc —1 metabolome CoA.txt MDfEE

o FREEEPDFOUNIXCEREGEF D THB



UNIXZRZE7: for



forX

e UNIX )L DforXNDERHE
—foriin (AR :do (@< k1): (A< K2): done

Transgooics bhach Qe d
Macintosh-20:Transomics yugism$ for i in["ueni" "vidi" "wvici"]; dolecho $i); done
vent
vidi  Z
vicl . : CPREh EEETRTD
Macintosh-20:Transomics yugism$ || \ echo : Z&E i DIE N

ZHiICIBICKATHIEDI R

Transgmics —_bash — 91x24
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